—— 9 months - #samples: 5 - aggregate mean coverage: 15.30 - sd between samples: 0.68

Coverage for chr17:56717762-56724248 - specific region —— 15 months - #samples: 5 - aggregate mean coverage: 17.17 - sd between samples: 1.27
Strand: Plus —— 24 months - #samples: 5 - aggregate mean coverage: 19.07 - sd between samples: 1.28

30 months - #samples: 5 - aggregate mean coverage: 21.03 - sd between samples: 2.47
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—— 9 months - #samples: 5 - aggregate mean coverage: 411.06 - sd between samples: 6.47

Coverage for chrX:37187588-37191163 - specific regionT 15 months - #samples: 5 - aggregate mean coverage: 461.67 - sd between samples: 6.18
Strand: Minus —— 24 months - #samples: 5 - aggregate mean coverage: 482.71 - sd between samples: 15.23

~——— 30 months - #samples: 5 - aggregate mean coverage: 561.63 - sd between samples: 21.77
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Coverage for chrX:37187588-37191163 - specific regio—
Strand: Minus = 1523
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